. These results suggest that mDia1 is a inhibition but does so when bound to either GDP or potent nucleation factor capable of producing filaments GTP analogs. Both N-and C-terminal mDia1 conthat elongate toward their barbed ends. structs appear to be multimeric.
The minor inhibition of mDia1-549 by profilin may reflect mDia1 Weakly Caps Filament Barbed Ends
A construct containing the FH2 domain of the fission profilin's inhibition of pointed-end elongation as well as competition between mDia1 bound and mDia1 unbound yeast formin, Cdc12, tightly caps barbed ends [7] , whereas budding yeast Bni1 causes partial barbed-end profilin for actin monomers. The lack of nucleotide specificity for RhoA-mediated activation is puzzling but is not inconsistent with results and (3) mDia1-induced polymerization acceleration occurs below the pointed-end critical concentration. from others; GDP-RhoA was found to inhibit interaction between N-and C-terminal fragments of mDia1 by GSTThe ability to form barbed-end nuclei in the absence of profilin distinguishes mDia1 from fission yeast Cdc12, pulldown [9] . In these studies, the absence of apparent GDP-RhoA binding to the mDia1 N terminus might have which tightly caps barbed ends but allows nucleation and barbed-end elongation when bound to profilin [7] . 
